Supplemental Figure 2. Borneman et al.,
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Fig. S2. (A) Distribution of orthologs of Ste12 bound regions from S. cerevisiae. (B) Distribution of
orthologs of Tec1 bound regions from S. cerevisiae. Bluebars, enrichment signals higher than the
threshold, red bars, below the cut off threshold. Background intesity is equal to 0 (C) Total numbers
of binding events which were below the signal enrichment threshold, but which had signals which

were detectable above background levels.



